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ABSTRACT

In the previous work, two macrolide-susceptible Mycobacterium tuberculosis H37Rv mutants, Tn77 and Tn/96
were found from the insertion of TnJ5 transposon in the genome of M. tuberculosis H37Rv. This work aims to study
the TnJ transposon localization on the genome of these mutants by Genome walking using DNA Walking SpeedUpTM
Premix Kit. It was found that Rv0470A and ksg4 were inserted by TnJ transposon on genome of mutants Tn77 and
Tnl96, respectively. Rv0470A encodes a hypothetical protein whereas ksgA codes for dimethyladenosine transferase.
It was proposed that both genes might be involved in macrolide resistance in M. tuberculosis.
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