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ABSTRACT

Recent year, several methods have been used to identify the biometrics of human. One of them is DNA
typing by using short tandem repeats (STR) that are 2-6 bp nucleotide repeats, highly polymorphic loci in a genomic
region and is typically occur of individuals which can be subsequently submitted from paternity. The purpose of this
research is to identify biometrics of human of 10 STR loci which are D8S1179, D5S818, D7S820, TPOX, D3S1358,
D13S317, vWA, THO1, CSF1PO and D16S539 from human blood specimen by using PCR technique. Whole blood
samples were collected from volunteers. DNA was extracted from buffy coat by using Illustra Tissue & Cells
GenomicPrep Mini Spin Kit. STR 10 loci were genotyped using PCR, the amplicons were then analyzed by 8%
polyacrylamide gel electrophoresis. The result showed that the observed genotype from 10 STR loci can be used to

identify human biometrics in forensic science.
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