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ABSTRACT

Allamanda species, both native and imported species, are popular ornamental for their blooming throughout
the year. This research aims to analyze genetics and provide DNA barcodes for the plants. From investigation and
morphologically identification, five species including A. blanchetii, A. cathartica, A. neriifolia, A. schottii and A.
violacea were found. DNA fingerprinting by Inter-Simple Sequence Repeat (ISSR) was done and fingerprints
analyzed for dendrogram construction. The genetic similarity levels within and among species are 0.92-0.93 and
0.50-0.76, respectively. DNA barcodes were done with mafK, rbcL and trnH-psbA spacer regions yielding genetic
distance values between species of 0.000-0.227, 0.000-0.041, 0.005-0.501, respectively. These tag sequences were

deposited in GenBank database under accession numbers KC110849-53, JX683834-38, JX244894-98.
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| Alamanda cathartica |
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Allmanda cathartica (1) 1.00
A. cathartica (2) 0.93 1.00
A. violacea (1) 0.69 0.72 1.00
A. violacea (2) 0.66 0.69 0.92 1.00
A. blanchetii 0.67 0.65 0.74 0.76 1.00
A. neriifoliaa 0.65 0.63 0.59 0.62 0.67 1.00
A. schottii 0.52 0.50 0.53 0.56 0.60 0.59 1.00
Plumeria alba 0.36 0.32 0.32 0.37 0.46 0.44 0.55 1.00
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KC110850 A. violacea

KC110851 A. blanchetii
—— KC110849 A. cathartica

— KC110853 A. schottii

KC110852 A. neriifolia

L I I | '
t t t t 1

0.08 0.06 0.04 0.02 0.00

M 6 1auTasunsuuealsana Allamanda 4519901151055 MEGAS.05 91n903af 100 10UANA 1NN

WURNITY YBIUTIA marK

550



®

(]
Do

&
CRCHn

Graduate Research Conference

%

BMP9-8

DQo660626 Allamanda schottii
X91759

A. cathartica

JX683834 A. cathartica
JX683838 A. schottii

EUY16734 A. cathartica

0.015

0.010

0.005

0.000

JX0683835 A. violacea
JX683837 A. neriifolia

JX683836 A. blanchetii

2N 7 1eulasunIuvesiyana Allamanda 8313320 115Un50 MEGAS.05 910903010 0UANA1NY

@
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JX244896 Allamanda blanchetii

JX244895 A. violacea

JX244894 A. cathartica

JX244897 A.neriifolia

JX244898 A. schottii

JIN245987 A. cathartica

0.00
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S = = = =2 & & g 2
Q Q Q Q Q
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KC110849 Allamanda cathartica 0.000
(Thailand)
KC110850 A. violacea (Thailand) 0.045  0.000
KC110851 A. blanchetii (Thailand) 0.091 0.045 0.000
KC110852 A. neriifolia (Thailand) 0.227 0.182 0.227 0.000
KC110853 A. schottii (Thailand) 0.136 0.091 0.136 0.227 0.000
IN228935 A. cathartica (India) 0.045 0.000 0.045 0.182 0.091 0.000
IN228933 A. cathartica (India ) 0.045 0.000 0.045 0.182 0.091 0.000 0.000
DQ660495 A. schottii (Switzerland) 0.045 0.000 0.045 0.182 0.091 0.000 0.000 0.000
770190  A. cathartica (France) 0.045 0.000 0.045 0.182 0.091 0.000 0.000 0.000 0.000
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1 1 1 @ a 4 o o v A = J
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U rbcL gene

< " © ™~ 0 3 S
& % % % % 5 S 2
% 2 2 2 2 = N ~
= = = 2 X @ a P2
JX683834 Allamanda cathartica (Thailand) 0.000
JX683835 A. violacea (Thailand) 0.015 0.000
JX683836 A. blanchetii (Thailand) 0.033 0.037 0.000
JX683837 A. neriifolia (Thailand) 0.022 0.022 0.033 0.000
JX683838 A. schottii (Thailand) 0.000 0.015 0.033 0.022 0.000
EU916734 A. cathartica (China) 0.007 0.022 0.041 0.030 0.007 0.000
DQ660626 A. schottii (Switzerland) 0.000 0.015 0.033 0.022 0.000 0.007 0.000
X91759 A. cathartica (Sweden) 0.000 0.015 0.033 0.022 0.000 0.007 0.000 0.000
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1X244894 Allamanda cathartica (Thailand) 0.000
JX244895 A. violacea (Thailand) 0.013 0.000
JX244896 A. blanchetii (Thailand) 0.013 0.005 0.000
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Benharrat et al. (2002) N3z1wiiavoInwana
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T8I Chaveerach e al. (2008) I3z 1wiia
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