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CMST Real-Time PCR
SHP1-P2 methylation detection in lymph nodes of colorectal cancer patients by using CMST

Real-Time PCR technique
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ABSTRACT

Detection of micrometastases tumor is the problem in misinterprets tumor staging and leads to improper
therapeutic management. SHP1-P2 has been proved for specific hypermethylated CpGs in epithelial cell. We used
SHP-1P2 methylation to detect the DNA of colon cancer in the lymph nodes by performing CMST Real-Time PCR.
76 colon cancer patients were selected from histologically positive lymph nodes and compared with histologically
negative lymph nodes. The methylation level in the selected group was significantly higher than the control group. By
performing assessments by the ROC curve analysis, the area under the curve was 0.9605. At the cut-off of 54.44%,
sensitivity, specificity and likelihood ratio were 78.79%, 97.67%, and 33.88 respectively. In summary, the CMST

Real-Time PCR has a potential value to differentiate between positive and negative lymph nodes.
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AGGATTTATTCGATGATAGTTGTTATCGTTATTATTGTTATTAGCGTGGGTTAGGGA
GGGTTGCGTAAAAGTAGTTGGTGGAG

Met_Forward
Met_Reverse
RMetprobe

5' AGGATTTATTCGATGATAGTTGTTATCGTT 3’
5' CTCCACCAACTAC ACGCAAC3'
5" FAM-CTAACCCACGCTAATAA-MGB 3
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