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wie atid) Aumsiia lsangdaluanIne Taslizduuumsdnuuuy case control study Tuniinaums lwilhe
waaunalszima’lne ﬂtjmﬂuiiﬂﬁﬁmmiﬁnm (case) DIUIU 72 518 LAZNGUAIVAN (control) TIUIU 401 518
1% Illumina Cancer SNP Panel (Illumina Beadchips) Glumﬁmmzﬁ«T}qmi@aﬁﬂﬁwm 1,421 a1l Teeld
generalized linear model (GLM) 11agA7uANAIY FDR-adjusted (Benjamini-Hochberg) 15luanalumsiingizy
wuhiatilfianudniuisunane sz et ¢ aiitl Ao 1s607759, 154648276, 159282641, 154986947,
RERG-03 u@ag STK-08 1agiiA1 odds ratio (OR) = 4.259 (FDR adjust p-value=0.030), 3.095 (FDR adjust
p-value=0.044), 7.625 (FDR adjust p-value=0.044), 14.072 (FDR adjust p-value=0.044), 21.485 (FDR adjust
p-value=0.044) 118 5.229 (FDR adjust p-value=0.045) 1ua1aU

ABSTRACT

This study aimed to investigate the association between single nucleotide polymorphisms (SNPs) in cancer
SNP Panel and cancer in Thai Population. A case control study was conducted among employees of the Electricity
Generating Authority of Thailand study (EGAT study), with 72 cases and 401 controls. Illumina Cancer SNP Panel
(Illumina Beadchips) was used for 1,421 SNP samples, but those with the tests result for Hardy—Weinberg
Equilibrium (HWE) less than 1x10" was excluded. The association of these SNPs and cancer were examined by
generalized linear model (GLM) and FDR-adjusted (Benjamini-Hochberg) p-values of less than 0.05 were accepted
as significant in this study. In the investigation, 6 candidate SNPs (rs607759, rs4648276, rs9282641, rs4986947,
RERG-03 and STK-08) were significantly associated with cancer, with odds ratio (OR) of 4.259 (FDR adjust
p-value=0.030), 3.095 (FDR adjust p-value=0.044), 7.625 (FDR adjust p-value=0.044), 14.072 (FDR adjust

p-value=0.044), 21.485 (FDR adjust p-value=0.044) 1iag 5.229 (FDR adjust p-value=0.045), respectively.
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ﬂ]i"lﬂ"ﬂ 1 ANYULUDA case LA control

Characteristic Case (n=72) Control (n=401) p-value
number  percent number  percent
Age
Mean (SD) 54.15 (7.4) 56.38 (4.7) <0.001*
Gender
Male 43 59.7 282 70.3 0.099
Female 29 40.3 119 29.7
Race
Thai 15 93.8 163 92.1 0.993
Chinese 1 6.2 14 7.9

Marital status

Single 5 83 30 7.7 0.987
Married 50 83.3 321 82.7
Widowed 2 3.3 18 4.6
Divorced 3 5.0 19 4.9

Education
Less than or equal to high School 17 28.3 105 27.1 0.728
Vocational 19 31.7 111 28.7
Bachelor 19 317 147 38.0
Master 5 8.3 24 6.2

Income
<10,000 2 3.6 17 4.5 0.720
10,000-19,999 7 12.5 28 7.5
20,000-49,999 20 35.7 138 36.8
50,000-99,999 22 39.3 151 40.3
>100,000 5 8.9 41 10.9

Family history of cancer
No 32 58.2 234 64.6 0.605
Yes 23 41.8 128 354

BMI (kg/m’)

<185 0 0 10 2.6 0.132

18.5-22.9 25 41.7 104 26.8

223 35 58.3 274 70.6
*NAADUAIADA t-test
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M1 1 ANHULUDA case LAZ control (AD)

Characteristic Case (n=72) Control (n=401) p-value

number  percent number  percent

Tobacco use
No 30 50 194 50.3 0.919
Yes 30 50 192 49.7

Alcohol consumption
No 28 47.5 115 29.6 0.009
Yes 31 52.5 274 70.4

Physical inactivity
No 13 21.7 81 21.0 0.936

Yes 47 78.3 305 79.0

M3199 2 aNYAL SNPs Y94 case Uag control

SNPs Case (n=72) Control (n=401)
number percent number percent
rs607759
AA 55 76.4 372 93.2
AG 17 23.6 27 6.8
GG 0 0.0 0 0.0
rs4648276
CC 52 72.2 355 88.8
CT 19 26.4 45 11.2
TT 1 1.4 0 0.0
rs9282641
TT 63 87.5 393 98.5
TC 6 8.3 6 1.5
CC 3 42 0 0.0
rs4986947
AA 65 90.3 392 99.2
AG 7 9.7 3 0.8
GG 0 0.0 0 0.0
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SNPs Case (n=72) Control (n=401)

number percent number percent

RERG-03

cC 65 90.3 399 99.5

CT 7 9.7 2 0.5

TT 0 0.0 0 0.0

STK-08

CC 62 86.1 392 97.8

CT 9 12.5 8 2.0

TT 1 1.4 1 0.2
M99 3 AETLTIEH 19 SNPs Aumsinalinuzisuengudint1a
SNPs najor minor OR per minor 95% CI P FDR-

allele allele allele adjust P

rs607759 A 4.259 2.2-83 0.0000223 0.030
rs4648276 C G 3.095 1.7-5.6 0.0001505 0.044
1s9282641 T C 7.625 2.8-20.8 0.0000729 0.044
154986947 A G 14.072 3.5-55.8 0.0001688 0.044
RERG-03 C T 21.485 4.4-105.7 0.0001610 0.044
STK-08 C G 5.229 2.1-12.5 0.0002072 0.045
19NA1391994 Mandapati, S. Marzuki, W. Mitchell, M. Mukerji,

Abdulla, M. A., I. Ahmed, A. Assawamakin, J. Bhak, S.
K. Brahmachari, G. C. Calacal, A. Chaurasia, C. H.
Chen, J. Chen, Y. T. Chen, J. Chu, E. M. Cutiongco-
de la Paz, M. C. De Ungria, F. C. Delfin, J. Edo, S.
Fuchareon, H. Ghang, T. Gojobori, J. Han, S. F. Ho,
B. P. Hoh, W. Huang, H. Inoko, P. Jha, T. A. Jinam,
L. Jin, J. Jung, D. Kangwanpong, J. Kampuansai, G.
C. Kennedy, P. Khurana, H. L. Kim, K. Kim, S.
Kim, W. Y. Kim, K. Kimm, R. Kimura, T. Koike,
S. Kulawonganunchai, V. Kumar, P. S. Lai, J. Y.

Lee, S. Lee, E. T. Liu, P. P. Majumder, K. K.
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