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Forensic Identification using Mitochondrial DNA D-loop locus
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ABSTRACT

D-loop loci of animal mitochondrial DNA are highly variable from species to species. This could be
useful for forensic identification of biomaterial witness. This work employed GenBank genome databases from 5
animal species; i.e., dog ( Canis fanilliaris), tiger ( Panthera tigris), buffalo ( Bubalus bulais), asian elephant
(Elephas maximus) and domestic cat (Felis catus) for primer design. Genomic DNAs from hair of each animal
were isolated and amplified, using primers harboring D-loop locus of mitochondrial DNA from each animal by
PCR reaction, using 12S and 16S rRNA as controls. Only 12S and 16S rRNA fragments of each animal were able

to be amplified currently.
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